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1 : MetLysProAsnl lei lePheVolLeuSerLeuLeuLeuI leLeuGluLysGlnAloAlo - 

21 : Vo IMetG I yG I nLysG I yG I ySerLysG I yArgLeuProSerG I uPheSerG I nPhePro - 

41 : H i sG I yG I nLy sG I yG I nH i sTyrSerG I yG I nLysG I yLysG I nG I nThrG I uSerLys - 

61 : G I ySerPheSer 1 1 eG I nTyrThrTyrH i sVa I AspA I aAsnAspH i sAspG I nSerArg - 

81 : LysSerGlnGlnTyrAspLeuAsnAlaLeuHisLysThrThrLysSerGlnArgHisLeu - 

101: G I yG I ySerG I nG I nLeuLeuH i sAsnLy sG I nG I uG I yArgAspH i sAspLysSerLy s - 

121: G I yH i sPheH i sAr gVo I Vo 1 1 1 eH i sH i sly sG I yG I yLy sA I oH i sArgG I y ThrG I n - 

CS#5 

141 : AsnProSerG I nAspG I nG I yAsnSerProSerG I yLysG I y I leSerSerGlnTyr |Ser - 

161 : AsnThrG I uG I uAr gLeuTr pVa I H i sG I yLeuSer LysG I uG I nThrSerVo I SerG I y - 

181 : A I oG I nLysG I yArgLysG I nG I yG I ySerG I nSerSer TyrVa I LeuG I nThrG luGlu - 

201 : LeuVa I A I oAsnLysG I nG I nAr gG I uThr LysAsnSerH i sG I nAsnLysG I yH i sTyr - 

221 : G I nAsnVo I Vo IG I uVa I Ar gG I uG I uH i sSerSerLysVo IG I nThrSerLeuCysPro - 

241 : A I oH i sG I nAspLysLeuG I nH i sG I ySerLysAsp 1 1 ePheSer ThrG I nAspG I uLeu - 
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26 1 : LeuVa I Tyr AsnLy sAsnG I nH i sG I nThr LysAsnLeuAsnG I nAspG inG I nHisG I y - 

CS#3 

281 : ArgLysAI aAsnLys I leSerTyrG I n |SerSerSerThrGI uG I uArgArgLeuHi sTyr - 

CS#4 

301 : GlyGI uAsnG I yVa IG I nLysAspVo I SerG I nSerSer 1 1 eTy rSer |G I nThrG luGlu - 

32 1 : LysAlaGlnGI yLysSerG InLysGlnl leThrl I eProSerG I nG I uG I nG I uH i sSer - 

CSfl 

34 1 : GlnLysAI aAsnLys 1 1 eSer TyrG I n | Ser SerSer ThrG I uG I uAr gAr gLeuH isTyr - 

CS#2 

361 : G I yG I uAsnG I yVo IG I nLysAspVo I SerG I nAr gSer 1 1 eTyrSer |G I nThrG I uLys - 
38 1 : LeuVa I A I oG I yLysSerG I n 1 1 eG I nA I aProAsnProL ysG I nG I uProTr pH isGly - 
401 : G I uAsnAI oLysG I yG I uSerG i yG I nSerThrAsnArgG I uG I nAspLeuLeuSerHi s - 
421: GluGlnLysGlyArgHisGlnHisGlySerHisGlyGlyLeuAspIleVolIlelleGlu - 
441 : GlnGluAspAspSerAspArgHisLeuAlaGlnHisLeuAsnAsnAspArgAsnProLeu - 
461: PheThr - 
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